SEQUENCE LISTING 



<110> Huse, William D. 

<120> Eukaryotic Expression Libraries and 
Methods of Use 

<130> P-IX 5066 

<150> US 09/724, 762 
<151> 2000-11-28 

<160> 90 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 24 

<212> DNA 

<213> Mus mus cuius 

<220> 

<221> CDS 

<222> (1) . . . (24) 

<400> 1 

age tea agt gta agt ttc atg aac 
Ser Ser Ser Val Ser Phe Met Asn 
1 5 



<210> 2 

<211> 8 

<212> PRT 

<213> Mus musculus 

<400> 2 

Ser Ser Ser Val Ser Phe Met Asn 
1 5 



<210> 3 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<221> CDS 

<222> (1) . . . (24) 



<400> 3 

age tea agt gta 
Ser Ser Ser Val 
1 



agg ttc atg aac 
Arg Phe Met Asn 
5 



<210> 4 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<400> 4 

Ser Ser Ser Val Arg Phe Met Asn 
1 5 



™: <210> 5 

.^j <211> 24 

"•> j <212> DNA 

6=«> <213> Artificial Sequence 



<220> 

H> <223> synthetic variant 



pj <221> CDS 

t£\ <222> (1) . . . (24) 



<400> 5 

age gag agt gta aat ctt atg aac 
Ser Glu Ser Val Asn Leu Met Asn 
1 5 



<210> 6 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<400> 6 

Ser Glu Ser Val Asn Leu Met Asn 
1 5 



<210> 7 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



- 3 



<220> 

<223> synthetic variant 

<221> CDS 

<222> (1) . . . (24) 

<400> 7 

age tea agt gtt aat ttc atg aac 
Ser Ser Ser Val Asn Phe Met Asn 
1 5 



-Li 



<210> 8 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



t <220> 

~ ! <223> synthetic variant 
W <400> 8 

pn. 

W Ser Ser Ser Val Asn Phe Met Asn 

ifi 1 5 

E: 

E s 

H< 

M> <210> 9 
[If <211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<221> CDS 
<222> (1) . . . (24) 

<400> 9 

age tea acg gta agt ttc atg aac 
Ser Ser Thr Val Ser Phe Met Asn 
1 5 



<210> 10 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 
<400> 10 

Ser Ser Thr Val Ser Phe Met Asn 



<210> 11 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<221> CDS 

<222> (1) ... (24) 

<400> 11 

age tea agt gta gcg tat atg aac 
Ser Ser Ser Val Ala Tyr Met Asn 
1 5 



<210> 12 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 
<400> 12 

Ser Ser Ser Val Ala Tyr Met Asn 
1 5 



<210> 13 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<221> CDS 

<222> (1) . . . (24) 

<400> 13 

age cag agt get aag cat atg aac 
Ser Gin Ser Ala Lys His Met Asn 
1 5 



<210> 
<211> 
<212> 



14 
8 

PRT 



<213> Artificial Sequence 



<220> 

<223> synthetic 

<400> 14 
Ser Gin Ser Ala 
1 



<210> 15 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic 

<221> CDS 

<222> (1) . . . (24) 

<400> 15 
gcc aca tec aat 
Ala Thr Ser Asn 
1 



<210> 16 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 

<400> 16 
Ala Thr Ser Asn 
1 



<210> 17 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic 

<221> CDS 

<222> (1) . . . (24) 

<400> 17 

gcc aca gag aag 



variant 



Lys His Met Asn 
5 



Sequence 



variant 



ttg get tct gga 
Leu Ala Ser Gly 
5 



Sequence 



variant 



Leu Ala Ser Gly 
5 



Sequence 



variant 



ttg get tct gga 



Ala Thr Glu Lys Leu Ala Ser Gly 
1 5 



<210> 18 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 



<400> 18 

Ala Thr Glu Lys Leu Ala Ser Gly 
1 5 



~ <210> 19 
^ <211> 24 

<212> DNA 
~> <213> Artificial Sequence 

ry 

W <220> 

■ Pi 

<223> synthetic variant 

B 

M> <221> CDS 

M; <222> (1) . . . (24) 

m 

|Ti <400> 19 

q gcc aca gtt aat ttg get tct gga 
Ala Thr Val Asn Leu Ala Ser Gly 
1 5 



<210> 20 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> synthetic 

<400> 20 
Ala Thr Val Asn 
1 



Sequence 



variant 



Leu Ala Ser Gly 
5 



<210> 21 

<211> 24 

<212> DNA 

<213> Artificial 



Sequence 



<220> 




- 7 

<223> synthetic variant 

<221> CDS 

<222> (1) . . . (24) 

<400> 21 

gcc aca gtg aat ttg get tct gga 
Ala Thr Val Asn Leu Ala Ser Gly 
1 5 





<210> 


22 




<211> 


8 




<212> 


PRT 




<213> 


Artificial Sequence 


o 

ci : 


<220> 




•as:' 


<223> 


synthetic variant 


Mb? 


<400> 


22 




Ala Thr Val Asn Leu Ala Ser 




1 


5 


D 






£3 


<210> 


23 


H, 


<211> 


24 




<212> 


DNA 


fU 


<213> 


Artificial Sequence 


D 


<220> 




c - 


<223> 


synthetic variant 




<221> 


CDS 




<222> 


(1) . . . (24) 




<400> 


23 



gcc aca tec agg gcg get tct gga 
Ala Thr Ser Arg Ala Ala Ser Gly 



<210> 24 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 



<400> 24 

Ala Thr Ser Arg Ala Ala Ser Gly 
1 5 



<210> 25 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic 

<221> CDS 

<222> (1) . . . (24) 

<400> 25 
gcc aca cag aat 
Ala Thr Gin Asn 
1 



Sequence 



variant 



ttg get tct gga 
Leu Ala Ser Gly 
5 



<210> 26 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 
<400> 26 

Ala Thr Gin Asn Leu Ala Ser Gly 
1 5 



<210> 27 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic variant 

<221> CDS 

<222> (1) . . . (24) 

<400> 27 

gcc aca tec aat ttg get tct gga 
Ala Thr Ser Asn Leu Ala Ser Gly 
1 5 



<210> 28 

<211> 8 

<212> PRT 

<213> Artificial Sequence 



- 9 - 



<220> 

<223> synthetic variant 
<400> 28 

Ala Thr Ser Asn Leu Ala Ser Gly 
1 5 



<210> 29 

<211> 34 

<212> DNA 

<213> bacteriophage PI 

<400> 29 

ataacttcgt ataatgtatg ctatacgaag ttat 34 

<210> 30 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> mutant lox P 

a <400> 30 

M>. ataacttcgt ataatgtata ctatacgaag ttat 34 

e - 

flj <210> 31 

ffj <211> 124 

f=; <212> PRT 

<213> Streptoalloteichus hindustanus 



if; 



<400> 31 

Met Ala Lys Leu Thr Ser Ala Val Pro Val Leu Thr Ala Arg Asp Val 

15 10 15 

Ala Gly Ala Val Glu Phe Trp Thr Asp Arg Leu Gly Phe Ser Arg Asp 

20 25 30 

Phe Val Glu Asp Asp Phe Ala Gly Val Val Arg Asp Asp Val Thr Leu 

35 40 45 

Phe lie Ser Ala Val Gin Asp Gin Val Val Pro Asp Asn Thr Leu Ala 

50 55 60 

Trp Val Trp Val Arg Gly Leu Asp Glu Leu Tyr Ala Glu Trp Ser Glu 
65 70 75 80 

Val Val Ser Thr Asn Phe Arg Asp Ala Ser Gly Pro Ala Met Thr Glu 

85 90 95 

lie Gly Glu Gin Pro Trp Gly Arg Glu Phe Ala Leu Arg Asp Pro Ala 

100 105 110 

Gly Asn Cys Val His Phe Val Ala Glu Glu Gin Asp 
115 120 



<210> 32 
<211> 134 



- 10 - 



<212> PRT 

<213> Staphylococcus aureus plasmid pUBHO 



<400> 32 

Met Arg Met Leu Gin Ser lie Pro Ala Leu Pro Val Gly Asp lie Lys 

15 10 15 

Lys Ser lie Gly Phe Tyr Cys Asp Lys Leu Gly Phe Thr Leu Val His 

20 25 30 

His Glu Asp Gly Phe Ala Val Leu Met Cys Asn Glu Val Arg lie His 

35 40 45 

Leu Trp Glu Ala Ser Asp Glu Gly Trp Arg Ser Arg Ser Asn Asp Ser 

50 55 60 

Pro Val Cys Thr Gly Ala Glu Ser Phe lie Ala Gly Thr Ala Ser Cys 
65 70 75 80 

Arg lie Glu Val Glu Gly lie Asp Glu Leu Tyr Gin His lie Lys Pro 

85 90 95 

Leu Gly lie Leu His Pro Asn Thr Ser Leu Lys Asp Gin Trp Trp Asp 

100 105 110 

Glu Arg Asp Phe Ala Val lie Asp Pro Asp Asn Asn Leu lie Ser Phe 

115 120 125 

Phe Gin Gin lie Lys Ser 
130 



<210> 33 

<211> 126 

<212> PRT 

<213> E. coli transposon Tn5 



<400> 33 
Met Thr Asp Gin 
1 

Thr Ala Ala Phe 
20 

Ala Gly Trp Met 
35 

Ala His Pro Gly 
50 

Arg Leu Asp Asp 
65 

He Gin Glu Thr 

Gin Glu Trp Gly 
100 

Leu Leu Arg Leu 
115 



Ala Thr Pro Asn 
5 

Tyr Glu Arg Leu 

He Leu Gin Arg 
40 

Leu Asp Pro Leu 
55 

Leu Ala Glu Phe 
70 

Ser Ser Gly Tyr 
85 

Gly Thr Met Ala 

He Gin Asn Glu 
120 



Leu Pro Ser Arg 
10 

Gly Phe Gly He 
25 

Gly Asp Leu Met 

Ala Ser Trp Phe 
60 

Tyr Arg Gin Cys 
75 

Pro Arg He His 
90 

Ala Leu Val Asp 
105 

Leu Leu Ala Gly 



Asp Phe Asp Ser 
15 

Val Phe Arg Asp 
30 

Leu Glu Phe Phe 
45 

Ser Cys Cys Leu 

Lys Ser Val Gly 
80 

Ala Pro Glu Leu 
95 

Pro Asp Gly Thr 

110 
He Ser 
125 



<210> 34 

<211> 8 

<212> PRT 

<213> Artificial Sequence 




- 11 

<220> 

<223> BRP variant 
<400> 34 

Asp Phe Val Glu Asp Asp Phe Ala 
1 5 





<210> 


35 




<211> 


8 




<212> 


PRT 




<213> 


Artificial Sequence 




<220> 






<223> 


BRP variant 


o 


<400> 


35 




Arg Phe Val Glu Asp Asp Phe 


. ?=< 


1 


5 








Ill 


<210> 


36 


E~; 


<211> 


8 


i£j 


<212> 


PRT 




<213> 


Artificial Sequence 


M. 


<220> 




fU 


<223> 


BRP variant 


El 


<400> 


36 


u 


Asp Leu Val Glu Asp Asp Phe 



<210> 37 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 37 

Asp Ser Val Glu Asp Asp Phe Ala 
l 5 



<210> 38 
<211> 8 
<212> PRT 

<213> Artificial Sequence 



<220> 



- 12 



<223> BRP variant 



<400> 38 

Asp Gly Val Glu Asp Asp Phe Ala 
1 5 



<210> 39 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 39 

Asp Phe Cys Glu Asp Asp Phe Ala 
1 5 



~~\ <210> 40 

<2n> e 

G <212> PRT 

<213> Artificial Sequence 

E 

N> <220> 

[==s <223> BRP variant 

m 

OCi <400> 40 

Q Asp Phe Val Tyr Asp Asp Phe Ala 

Li. 1 5 



<210> 41 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 41 

Asp Phe Val Glu Leu Asp Phe Ala 
1 5 



<210> 42 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 



<400> 42 

Asp Phe Val Glu Gly Asp Phe Ala 
1 5 



<210> 43 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 43 

Asp Phe Val Glu Asp Asp Ser Ala 
1 5 



<210> 44 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 44 

Asp Phe Val Glu Asp Asp Phe Arg 
1 5 



<210> 45 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 45 

Val Thr Leu Phe He Ser Ala Val Gin Asp 
15 10 



<210> 46 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 



- 14 



<400> 46 

Leu Thr Leu Phe lie Ser Ala Val Gin Asp 
15 10 



<210> 47 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 47 

Ala Thr Leu Phe lie Ser Ala Val Gin Asp 
15 10 



<210> 48 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 48 

Val Thr Leu Leu lie Ser Ala Val Gin Asp 
15 10 



<210> 49 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 49 

Val Thr Leu Phe Val Ser Ala Val Gin Asp 
15 10 



<210> 50 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 



<400> 50 



15 



Val Thr Leu Phe He Asn Ala Val Gin Asp 

10 





i 


5 




<210> 


51 




<211> 


10 




— O 1 O ^ 
<,£ J.Z > 


FKi 




<213> 


Artificial Sequence 




<220> 






<223> 


BRP variant 




<400> 


51 




Val Thr Leu Phe He He Ala 




1 


5 










<210> 


52 


LS : 


<211> 


10 


ML! 


<212> 


PRT 




<213> 


Artificial Sequence 


ru 

Ci 


<220> 






<223> 


BRP variant 


3 

M, 


<400> 


52 




Val Thr Leu Phe He Ser Ala 


r 

M i 


1 


5 








Ki 






p 


<210> 


53 




<211> 


10 




<212> 


PRT 




<213> 


Artificial Sequence 




<220> 






<223> 


BRP variant 




<400> 


53 



10 



10 



Val Thr Leu Phe He Ser Ala Val His Asp 
15 10 



<210> 54 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 



<400> 54 

Val Thr Leu Phe He Ser Ala Val Gin Pro 




- 16 

15 10 



<210> 55 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 55 

Asp Asn Thr Leu Ala Trp Val Trp Val 
1 5 



^ <210> 56 

*£ j <211> 9 

£ ! - <212> PRT 

*S <213> Artificial Sequence 

fU <220> 

O <223> BRP variant 

3 <400> 56 

1=1, Asp Asp Thr Leu Gly Trp Val Trp Val 

j»3, 1 5 



<210> 57 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> BRP variant 
<400> 57 

Asp Leu Thr Leu Gly Trp Val Trp Val 
1 5 



<210> 58 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 



<400> 58 

Asp Asn Pro Leu Gly Trp Val Trp Val 
1 5 



- 17 



<210> 59 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 59 

Asp Asn Thr Met Gly Trp Val Trp Val 
1 5 



<210> 60 

O <211> 9 

■£\ <212> PRT 

t£' <213> Artificial Sequence 

iFi 

%\ <220> 

HI <223> BRP variant 



r — 



<400> 60 

Asp Asn Thr Leu Cys Trp Val Trp Val 
1 5 



<210> 61 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 61 

Asp Asn Thr Leu Ser Trp Val Trp Val 
1 5 



<210> 62 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 62 

Asp Asn Thr Leu Gly Trp Trp Trp Val 
1 5 



- 18 - 



<210> 63 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 63 

Asp Asn Thr Leu Gly Trp Val Arg Val 
1 5 



<210> 64 

<2H> 9 
l £ <212> PRT 

<213> Artificial Sequence 

<220> 

Si- <223> BRP variant 

ru 

O <400> 64 

Asp Asn Thr Leu Gly Trp Val Trp Leu 
s l 5 

p_f <210> 65 

p?> <211> 9 

fS; <212> PRT 

p <213> Artificial Sequence 
<220> 

<223> BRP variant 

<400> 65 

Asp Asn Thr Leu Ala Trp Val Trp Cys 
1 5 



<210> 66 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 66 

Thr Glu lie Gly Glu Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 



- 19 - 



<210> 67 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 67 

Val Glu lie Gly Glu Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 





<210> 


68 




<211> 


13 




<212> 


PRT 


L! 

43. 


<213> 


Artificial Sequence 








aZj 
*iLl 


<220> 




;Pi 
<&: 


<223> 


BRP variant 


%\ 






PJ 


<400> 


68 


Ci 


Thr Ser lie Gly Glu Gin Pro 




1 


5 
















<210> 


69 


M 


<211> 


13 




<212> 


PRT 


.■3C. 


<213> 


Artificial Sequence 










<220> 






<223> 


BRP variant 




<400> 


69 



10 



Thr Glu lie Gly Trp Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 



<210> 70 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 70 

Thr Glu lie Gly Glu His Pro Trp Gly Arg Glu Phe Ala 
15 10 



<210> 71 



- 20 - 

<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 71 

Thr Glu lie Gly Glu Gin Pro Leu Gly Arg Glu Phe Ala 
15 10 



<210> 72 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 72 

Thr Glu lie Gly Glu Gin Pro Trp Gly Arg Glu Gly Ala 
15 10 



M; <210> 73 

y, <211> 13 

ft! <212> PRT 

if-, <213> Artificial Sequence 

D 

i = <220> 

Bin*. 

<223> BRP variant 
<400> 73 

Thr Glu lie Gly Glu Gin Pro Trp Gly Arg Glu Phe Ser 
15 10 



<210> 74 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 74 

Asp Phe Tyr Glu Asp Asp Phe Ala 
1 5 



<210> 75 
<211> 8 




- 21 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> BRP variant 
<400> 75 

Asp Phe Val Glu Asp Asn Phe Ala 
1 5 





<210> 


76 




<211> 


8 




<212> 


PRT 




<213> 


Artificial Sequence 


:P- 
'■2a' 

C> 

sr. 


<220> 
<223> 


BRP variant 




<400> 


76 


: 


Phe Phe Val Glu Asp Asp Phe 


pa : 

f=i 

fen' 


1 


5 


E! 


<210> 


77 




<211> 


8 




<212> 


PRT 


m 


<213> 


Artificial Sequence 








o 


<220> 






<223> 


BRP variant 



<400> 77 

Cys Phe Val Glu Asp Asp Phe Ala 
1 5 



<210> 78 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 78 

Gly Phe Val Glu Asp Asp Phe Ala 
1 5 



<210> 
<211> 
<212> 



79 
10 
PRT 



# 

- 22 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 79 

Val lie Leu Phe He Ser Ala Val Gin Asp 
15 10 



<210> 80 
<211> 10 
<212> PRT 

<213> Artificial Sequence 

f<=, <220> 

<223> BRP variant 



<400> 80 

Val Thr Leu Phe He Ser Thr Val Gin Asp 
15 10 



'*=' <210> 81 

2 <211> 10 

M ! <212> PRT 

M' <213> Artificial Sequence 

yU 

Kl <220> 

Q <223> BRP variant 

<400> 81 

Val Thr Leu Phe He Ser Ala Leu Gin Asp 
15 10 



<210> 82 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 82 

Asp Asn Thr Leu Ala Trp Val Leu Val 
1 5 



<210> 83 
<211> 9 
<212> PRT 

<213> Artificial Sequence 



# 

- 23 - 



<220> 

<223> BRP variant 
<400> 83 

Asp Asn Thr Ser Gly Trp Val Trp Val 
1 5 



<210> 84 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 84 

Asp Asn Thr Leu Gly Trp Val Leu Val 
1 5 



<210> 85 

<211> 9 

<212> PRT 

<213> Artificial Sequence 



iy <220> 

ffj <223> BRP variant 



e„j, <400> 85 



Asp Asn Thr Leu Gly Trp Val Cys Val 



<210> 86 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 86 

Thr Pro lie Gly Glu Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 



<210> 87 

<211> 13 

<212> PRT 

<213> Artificial Sequence 



D 



24 



<220> 

<223> BRP variant 
<400> 87 

Thr Glu Leu Gly Glu Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 



<210> 88 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> BRP variant 
<400> 88 

Thr Glu lie Gly Ser Gin Pro Trp Gly Arg Glu Phe Ala 
15 10 



<210> 89 
L=i <211> 574 

<212> PRT 
5 <213> Homo sapiens 

\d, 

H> <400> 89 

fU Glu Asp Asp lie He He Ala Thr Lys Asn Gly Lys Val Arg Gly Met 

Q Asn Leu Thr Val Phe Gly Gly Thr Val Thr Ala Phe Leu Gly lie Pro 
1=3, 20 25 30 

Tyr Ala Gin Pro Pro Leu Gly Arg Leu Arg Phe Lys Lys Pro Gin Ser 

35 40 45 

Leu Thr Lys Trp Ser Asp He Trp Asn Ala Thr Lys Tyr Ala Asn Ser 

50 55 60 

Cys Cys Gin Asn He Asp Gin Ser Phe Pro Gly Phe His Gly Ser Glu 
65 70 75 80 

Met Trp Asn Pro Asn Thr Asp Leu Ser Glu Asp Cys Leu Tyr Leu Asn 

85 90 95 

Val Trp He Pro Ala Pro Lys Pro Lys Asn Ala Thr Val Leu He Trp 

100 105 110 

He Tyr Gly Gly Gly Phe Gin Thr Gly Thr Ser Ser Leu His Val Tyr 

115 120 125 

Asp Gly Lys Phe Leu Ala Arg Val Glu Arg Val He Val Val Ser Met 

130 135 140 

Asn Tyr Arg Val Gly Ala Leu Gly Phe Leu Ala Leu Pro Gly Asn Pro 
145 150 155 160 

Glu Ala Pro Gly Asn Met Gly Leu Phe Asp Gin Gin Leu Ala Leu Gin 

165 170 175 

Trp Val Gin Lys Asn He Ala Ala Phe Gly Gly Asn Pro Lys Ser Val 

180 185 190 

Thr Leu Phe Gly Glu Ser Ala Gly Ala Ala Ser Val Ser Leu His Leu 
195 200 205 



Leu Ser Pro Gly Ser His Ser Leu Phe Thr Arg Ala lie Leu Gin Ser 

210 215 220 

Gly Ser Phe Asn Ala Pro Trp Ala Val Thr Ser Leu Tyr Glu Ala Arg 
225 230 235 240 

Asn Arg Thr Leu Asn Leu Ala Lys Leu Thr Gly Cys Ser Arg Glu Asn 

245 250 255 

Glu Thr Glu lie lie Lys Cys Leu Arg Asn Lys Asp Pro Gin Glu lie 

260 265 270 

Leu Leu Asn Glu Ala Phe Val Val Pro Tyr Gly Thr Pro Leu Ser Val 

275 280 285 

Asn Phe Gly Pro Thr Val Asp Gly Asp Phe Leu Thr Asp Met Pro Asp 

290 295 300 

lie Leu Leu Glu Leu Gly Gin Phe Lys Lys Thr Gin lie Leu Val Gly 
305 310 315 320 

Val Asn Lys Asp Glu Gly Thr Ala Phe Leu Val Tyr Gly Ala Pro Gly 

325 330 335 

Phe Ser Lys Asp Asn Asn Ser lie lie Thr Arg Lys Glu Phe Gin Glu 

340 345 350 

Gly Leu Lys lie Phe Phe Pro Gly Val Ser Glu Phe Gly Lys Glu Ser 

355 360 365 

lie Leu Phe His Tyr Thr Asp Trp Val Asp Asp Gin Arg Pro Glu Asn 

370 375 380 

Tyr Arg Glu Ala Leu Gly Asp Val Val Gly Asp Tyr Asn Phe lie Cys 
385 390 395 400 

Pro Ala Leu Glu Phe Thr Lys Lys Phe Ser Glu Trp Gly Asn Asn Ala 

405 410 415 

Phe Phe Tyr Tyr Phe Glu His Arg Ser Ser Lys Leu Pro Trp Pro Glu 

420 425 430 

Trp Met Gly Val Met His Gly Tyr Glu lie Glu Phe Val Phe Gly Leu 

435 440 445 

Pro Leu Glu Arg Arg Asp Asn Tyr Thr Lys Ala Glu Glu lie Leu Ser 

450 455 460 

Arg Ser lie Val Lys Arg Trp Ala Asn Phe Ala Lys Tyr Gly Asn Pro 
465 470 475 480 

Asn Glu Thr Gin Asn Asn Ser Thr Ser Trp Pro Val Phe Lys Ser Thr 

485 490 495 

Glu Gin Lys Tyr Leu Thr Leu Asn Thr Glu Ser Thr Arg lie Met Thr 

500 505 510 

Lys Leu Arg Ala Gin Gin Cys Arg Phe Trp Thr Ser Phe Phe Pro Lys 

515 520 525 

Val Leu Glu Met Thr Gly Asn lie Asp Glu Ala Glu Trp Glu Trp Lys 

530 535 540 

Ala Gly Phe His Arg Trp Asn Asn Tyr Met Met Asp Trp Lys Asn Gin 
545 550 555 560 

Phe Asn Asp Tyr Thr Ser Lys Lys Glu Ser Cys Val Gly Leu 
565 570 



<210> 90 

<211> 34 

<212> DNA 

<213> Sacharomyces 
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